tRNA

HsCtf1 genes  HtzZl
o Bdf1
W H3K79me

Reb1 l
Tbf1 \\ /‘/ Nuclear pore

tethering

Sir2
deacetylase Pt

Sas?2 acetyl
transferase

Rap1 binding sites subtelomeric regions
Figure 7. Heterochromatin Boundary Function in Budding Yeast

Spreading of heterochromatin through deacetylation of histone H4 K16 by
Sir2 is limited by the competing activity of Sas2 histone acetyltransferase which
acetylates H4K16 in adjacent euchromatin, thus preventing Sir3 binding.
Methylation of H3K79 in adjacent euchromatin also affects the spreading of
heterochromatin. In addition, factors such as Reb1, Tbf1, and mammalian or
viral factors Ctf1 or VP16, nuclear pore tethering, and the presence of tRNA
genes may also mediate boundary function. It is conceivable that several of
these factors function through the recruitment of histone acetyltransferases.
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